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A true understanding of genetic and metabolic function and design will crucially depend on mathematical and

computational methods for analyzing biochemical systems. It will require new ways of thinking and novel
approaches of integrative analysis. This course contains biochemists and molecular biologists in a hand-on fashion
the use of modern computational methods for the analysis of complex biomedical systems.
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1. Introduction to DNAD
2. Genome and Bioinformatics[
3. Proteome and TranJ 00 00 O O O omeld
0 [ gene expression (tranlJ O O O O O ion, translation)]
[0 OO PLAS softwarel]
O O Protein software(Swiss-pdb,rasmol,chime)
4. Analysis of DNA Microarray Data (nctu_huang)
5. DNA chip(nctu_huang)O
6. Gene Software [
O O gene sequence alignment[]
O O phylogenetic treel]
O O cluster
7. Modeling(wang)[
00 O graphical representation [
O O models
8. Parameter Identification(wang)C
[0 O case studies (IGA approach) Harvest [
9. Sensitivity Analysis (wang)U]
O O robustness and fragility]
10. D.E. in Bioloby[
11. Final Exam.OJ
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